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Abstract; A pot experiment was conducted to study the effects of intercropping various Chinese on-

ion cultivars of different allelopathic potential on the cucumber growth and rhizospheric soil environ-

ment. When intercropped with high allelopathic Chinese onion cultivars, the EC value and peroxi-

dase activity of cucumber rhizospheric soil decreased, while the pH value, invertase and catalase

activities, and bacterial community diversity increased. The cloning and sequencing results indica-

ted that most DGGE bands amplified from cucumber rhizospheric soil samples showed a high homol-

ogy to uncultured bacterial species. The common bands were affiliated with Actinobacteria and Pro-

teobacteria, and the differential bacteria bands were affiliated with Proteobacteria and Anaerolin-

eaceae. Rhodospirillales and Acidobacteria were only found in the cucumber rhizospheric soil inter-

cropped with low allelopathic Chinese onion cultivars. Correlation analysis showed that there were

significant positive correlations between rhizospheric soil urease activity and cucumber seedlings

height, total dry biomass, leaf area, and DGGE band number. It was suggested that intercropping

high allelopathic Chinese onion cultivars could establish a good rhizospheric soil micro-environment

for cucumber growth, and promote the growth of cucumber seedlings markedly.

Key words: Chinese onion; cucumber; intercropping; soil micro-environment.
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AR R R B E TR TR MR SRER, R
FEVEYHR AL RAF AR S IR B IR 3 IR R
AE T 2T R EFR R e o R s 1 IERUE
Py 2H B B3 7 22% , A5 ] T 28 il v I VR B
0 SR A T R WY, F AR AT R TR
Pr AR AR, T LU S R AR A L)y BE
TR EVEEY I S T BRI A R .

TEEVE A (Allium cepa L. var. multiplcans Bai-
ley) ,fAPRBASERA, b A SR B EAEY, 2
TR LR 2 B e A AL GE i R BB . E
A KB VEAE ARG 1 o0 BEE AN BTV K &
T IR AR M BIE ST B R WL ARGE. DI, ASBIESE LA
BT ERAEY), o BETE RN EVEEY, R PCR-
DGGE HiARWIFE T BN AR ) 7 BErE 20 B
TR R - SRR ST W 50, LU Sy 2 57 AT
PR ] 2 R it el 25 ) T RS A R R AR S
FEAPE IS LA

1 #HREFEE

1.1 5k

PR AT B A A A 104 (fLEE 159 ) A1 106
(fiE ) o R ER A RO 1 5 R
A -8 SR T AR L A B ) i - 4o
FEARACTE T R AL 10.4 g - kg™, HURHT
466.3 mg -« kg, A AHE 64.4 mg - kg™, B AR A
182.3 mg - kg™ L% 0.51 mS - em™ ,pH 7. 23.
1.2 kit

RIS T 2009 AF7E AR b ARl R 2 bl 2 3k 3 M i
FWHAT. B 15 B NF 7 28 1% R 4R B
SR E Iy AT 2 SR Y e e
FEITF S v R b R EBUR /N A) Ak
()5 BETE 2 104 1 106 55 25 A Fh . 45 A [] fb B
SYEETEA S EINENE, — MR N &R — A4 BEVE
A R AE(60 emx36 emx7 cm) % 3600 g 1, 4% 24
FRTE (4 BRx6 BR) ,BRTTIE 7 emx8 em. 056 15 77 BE
A 106 5ENEME(A) EEEA L4 58LE
YE(B)2 AL B, DL JIKER A A %) B (CK) . fAb BRA
3WHEL, EAMILHES, &S T2t = i
I, B8R 28 C B 15 °C,H LA R
1.3 Bk

EVEARIE 30 d J5 , AR AL B A E A AL 3 #
B RA I E RS (em) 22K (em) IR (em?) |
SRR R (g). FHEMRIET SRAE 45 A0 FAR BR 4 152
3 HEK 1t 80 HIf , RAFT-80 CykAf h, HI T

FEMSPR SR Wy e, KT T SR
Fo A e 43I E .

1.4 JEHEhR

1.4.1 BHOARBAEM R E A PURH
TR TR A IR I A 5 Bl ZRUR FH AU 3 I o
A AR AR R L (7RI R 5 SHU0E R FH T R - K
JEEREEEINE  pH (% /K 1 2 5 FRREE T2
EC i /K 1 2 5 B SRmE ™

1.4.2 HIEFEEE I 2 KRB R 28 -1k
SR LA A 5 22 M S8 ALl R F A8 =19 Lh 7
P ; AL B R 3, 5-h B K R LE £ 1 U
SE 5 3o S SR e e R A T S vk

1. 4.3 HIERA YIRS S 2RI E SRR
PR R TR A B A A 72 10 R v R B £ Soil
DNAout $&H 1 €7 2E H) DNA.

1) T HEZHE 16S (DNA BIP 1 B HUE DNA
JFOR R TG TR 2 B Tk B B 50 A%, R 16S tDNA V3
X FH 51 1% F338-GC (5'-CGCCCGCCGCGCGCG-
GCGGGCGGGGCGGGGGCACGGGGGGACTCCTACG-
GGAGGCAGCAG-3") F1 R518 (5'-ATTACCGCGGCT-
GCTGG-3") #47 PCR ¥4, 50 WL PCR [V AR Z N .
DNA 54 2 uL, Buffer (Z€ ) 5 pl, Mg™ 3 uL,
ANTP 4 pL, 514145 1 uL,pfu B 1 ul, JGHE 5 FK
33 pL. & —BAMEXT ORISR, PCR S W A2 T 0 .
94 CHiZE P4 min; 94 °C 284 1 min, 60 C B k
1 min,72 °C #EfH 1 min, 3£ 30 PG ;72 C 4 f
5 min;4 CR77. B3 WL PCR 7291 1% B i W ke
JEE FL TS (D 2000 Marker) . ¥ b 3R 14 7 4y s B¢
40 £i5, H Taq BEF R 3G, PCR S A 2 Al By A
JEIR]_E. PCR 741K 230 bp 2247, FEWITE 1% B h
EERE ARSI

2) A PERL BB LUK (DGGE ) BEME N S YRR
JEN 45% F] 70% (100% B ZEPEFIN 7 mol - LY
FREF 40% £ B+ W BER IR A ) 1 8% R
P 5 JC. A i 50 4 R 1 5, o B AR A AT 1
TAE HLJKZ% il i & b, [ L B AEH 40 pl PCR
FEHIRLS WL 6xLoading Buffer( I FEZE whik) HUTR &
¥). FIH Bio-Rad 2> ] ) D-code System H KA EFT
HaL 3k, B 80 VIR 60 °C , HL UK [E] 12 h. Hi k4
H, BORE A7 g0 B F - Alphalmager HP-
1.2.0. 1 FAHZREUR .

3) 4R 16S rDNA R B [ A sepEil iy YR
H i 41, R PIIRBERCEE RS DNA [DSGRTR) £ i1 7
B e, LA GC Je + 19 5] ¥ %F F338 (5'-
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CCTACGGGAGGCAGCAG-3") H1 R518 F ¥ it 17
PCR #"3.50 wL PCR KW AR Z A : DNA #if 2 pL,
Buffer 5 pL,Mg** 3 uL,dNTP 4 pL, 5144 1 uL, Tag
fiti 1 pl, T EB T K 33 pL. 35— BT B s
M. PCR R AR T4 .94 C TS E 4 min;94 °C 7Rk
1 min,60 CiE kK 1 min,72 C #EAH 1 min,i’i?)o G
572 CHEM 5 mingd CORAF. I 1= Y H 1% Bl
g EE/]ZK*@(B"J( D 2000 Marker). Yy ey il s
5 PucM-Tvector( A F] ) TR, SR G AL 3
TG A7 AL, BRI BT 156 FH 1 o B 4 0 1k 32
() B v R ZE 4RI R S S F A WA B FRA ml kA T
b BRI Y
1.5 Bt

W B A9 2 41 5% F NCBI A9 Blast 2% (http://
www. ncbi. nlm. nih. gov/) #4755 [R)EAE 4B, >R
H Sequence match F& ¥ ( http://rdp. cme. msu.
edw/ ) AT 43255307, P 911 48 1 4% % NCBL 1Y
GenBank %0#& %, >k FH Quantity One( BIO-RAD) #k {f
X DGGE MG 255 i 7 B i A7 507 AL AR B, w46
#| DGGE &afy 85, 3T #4743 #r. 3056 v I 4 2540 1)
PR A Microsoft Excel 2003 #1458 A% ; £ 45 4b 2
K H] SAS 8.1 8, Jr 2253 Hr i ] ANOVA 3 72 4
KAy HHE ] CORR 1272

2 HRE5HMH

2.1 EVEARRILEE ) o BE R 200 8RS A K
f14) 5 W]

F 2 1 AT, B A A B % 8 &0 i bk v 250
SRR AT T AL R T CK(P<0.05) 5 Hor
A KbFR LT B ARFR(P<0.05) , 43 L B Ab TR
T 33.5% .~1.5% 39. 0% H138. 8% .

2.2 EVEARRILEE ) o BE I 200 8 TIAR Pr 1 48
FEAR PR ORI 1 14 5 )
5 CK HEL , EAEAL B 35 AR T 35 AR s £

B F (P<0.05) ,A 5 BALBEYRRET 17.8% ,
HASBZREZRARE(F2). EIELAHEE
T TR BR + 38 pH(P<0.05) , Hi A kb3 i 2%
=T B A (P<0.05) . EAEAFLEGE 15 BErE 24
X e AR s A LB Wik 2 AR5 B s R 1Y)
AR, 225 A3

5 CK Mt , EEAN FE4R T o5 AR by 4t
FAL S A YE, A Ab B T T B AL
(P<0.05) , Hrp A ZbFRPEAREGIE M o CK 43042 &
T 26.1% F91.5% , 1 B ALFR M IR T 22.8%
F117.6% . A REERAR PR 4 358 5 S8 AL s 7 1 251K
T CK(P<0.05), kb CK FEAK T 13.3% ,B 4h ¥ 5
CK ZR A%, AR + RS CK
SRR E(ER?2).
2.3 EVEARRILEE ) 43 BEE 200 8 TR PR 1 18
2 A TRV S5 P Y S
2.3.1 MR BFE A ZHENE A LR TR PR 1
SR Y S DNA S0 (BT 1 T ) AR Br - e A
16S rDNA J& A 4 38 s pk BT (& 1 1) S 4l 1/ 16S
tDNA V3 X Bt PCR 74 DGGE 3% (& 111) AT
A A A PRAAT VR 2 247 2500 4571 a b e d e f;
WA 2 5 7k gkl 3 .4 5 U ITEA  BAL 3

x1 EETEUBREBENSEFANERGEERKNZM
Table 1 Effects of intercropping with different Chinese on-
ions cultivars of different allelopathic potentials on growth
of cucumber seedlings ( mean+SE )

b3 73] B HbRT B T AR
Treatment Plant height Stem Plant dry Leaf area
(em) diameter mass (em?)
(em) ()
CK 18.9+2.7¢ 0.55+0.02b  1.45£0.08c  366.8+17.9¢
A 39.2+3.5a 0.65+0.03a  3.53+0.64a 892.4x172.7a
B 29.343.1b 0.66+0.03a  2.54x0.35b  643.0+88.5b

CK ;% Control; A ;106 5 #JREAE Cucumber intercropping with L06; B, 104
53 JNEAE Cucumber intercropping with LO4. [F] 51 FfUAR ] 7 6 3 7% b L[] 22
583 (P<0.05, 1SD %) Different letters in the same column meant significant
difference among treatments at 0. 05 level by LSD test. FI] The same below.

x2 EEAEMLREENSEEFEAN E IR L R4 SRS SR 0
Table 2 Effects of intercropping with different Chinese onions cultivars of different allelopathic potentials on physicochemi-
cal properties and enzyme activities of cucumber rhizosphere soil

st He pH AL AR ARk B RAERE JRLYEE R it

Treatment EC Organic Alkali- Available P Available K Hydrogen Peroxidase Saccharase Urease
(mS - em™) matter hydrolysable N (mg - kg™')  (mg - kg™')  peroxidase ~ (mg-g™'- (mg-g'-  (mgNH;-N

(g- kg™ (mg -« kg™ (0.1 mol - L7 2hh 24 h™) cgh

KMnO, + g™" - 24 b1

30 min~")

CK 0.45£0.0la  6.71+0.0lc  5.751.42a 183.9£16.0a 73.7+9.9a  436.60.0b  1.15£0.00b 0.45+0.02a 7.65+0.44c  6.48+0.03a
A 0.37£0.01b  6.86+0.0la  5.25+1.03a 165.8+18.8a  93.8+16.1a 456.9+41.9ab 1.45+0.07a  0.39+0.02b 14.65£0.79a 6.91+0.09a
B 0.37£0.02b  6.76+0.03b  5.78+0.12a 160.5+6.8a  88.0x4.5a 436.6+9.3b  1.18+0.04b 0.51+0.0la 12.46+0.53h 6.72+0.21a
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1 A[EAE S TR PR 138 41 PCR-DGGE 434
Fig.1 PCR-DGGE analysis of cucumber rhizosphere bacteria under different treatments.

I .FE[H4H DNA Genome DNA; I :16S rDNA FER P =1 16S tDNA gene amplification product; Il ; DGGE 7k & DGGE electrophoretogram. a .
b.e.d.ef.123456.7 R854 a,b,c,d,e,f,1,2,3,4,5,6,7 meant band code. CK:% & Control; A:106 5% REAE Cucumber intercrop-
ping with 106 ; B:104 5% JKEAE Cucumber intercropping with L04. T [i] The same below.

i A 2 FUMBRAE A AbBR 47 6.7 HUHBRZE B
JLELIL N

i a.b.e fJETAILE]( Proteobacteria) o, y-"2 I
WA 5500 o d JB TTEEN. R 4 W LUE I, 2

2.3.2 JUBEA2EHE KPR 1IN AP sk T4 Ay b 47wl
W P HE | b S R 45 5 5 NCBI GenBank
H RS A% B T 9 AT LU XS 23 T, SR T Sequence
match F2FFJEAT 40 T 73 2 I HE M AR RE. thk 3 "I L
B A Al P 9 5 AN AT RS 55 0 - R AN TR b R ()
PEVER R 2200 FE XTI Sy 2 KA TR S < ik A
2 ( Actinobacteria ) #1758 1 [ 4 ( Proteobacteria ) . 4%

R3 HBELETF 16S rDNA EENFLER

S5 91 5 AN AT 85 5 0 A 35 20 B v B (R 4K
. NP LERTHEIN Ry 2 KA R 2SR . A8 T N TR
FF R 29 ( Anaerolineaceae ). 557417 3.4 .5.6 J|& T4
W1 o y- AR R 250 7 Ja T RAT RN 25 1.2
J& T ARSI TS, LR HER B BRAT A8 2
15 B AR

2.3.3 WL FEEE  HQuantity One R {4

Table 3 Closest relatives of partial of 16S rDNA sequences derived from common DGGE bands

M FBRRE Fea He [ Xt BLAST match DT
Band Fragment Alignments FALES B Putative population
length (bp) Similar sequences Accession No.

a 135 134/135 Uncultured bacterium clone RW7559 168 ribo- GU642903. 1 o7 I TR AN A A B A1 S
somal RNA gene, partial sequence (99% ) Sphingomonadales , o-Proteobacteria

b 161 160/161 Uncultured bacterium clone AFZEB _aaj69h04 EU464683. 1 v-ARTE B WA SN R
16S ribosomal RNA gene, partial sequence Acinetobacter , y-Proteobacteria
(99% )

c 136 134/136 Uncultured actinobacterium clone SI16a/219 EU715958. 1 TR W H
16S ribosomal RNA gene, partial sequence Lamia
(98% )

d 142 138/142 Uncultured bacterium clone Bul2be06 16S ri- FJ228861. 1 TR T 20
bosomal RNA gene, partial sequence (97% ) Actinobacteria

e 135 134/135 Uncultured Rhodopseudomonas sp. clone 202 GU556417. 1 -5 TE T AR
16S ribosomal RNA gene, partial sequence Rhizobiales, a-Proteobacteria
(99% )

f 135 133/135 Uncultured bacterium clone TF82 16S riboso- GU272246. 1 o8 I TR AN A A B AT S

mal RNA gene, partial sequence (98% ) Sphingomonadales , o-Proteobacteria
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x4 EREW16S rDNA BEENFER
Table 4 Closest relatives of partial of 16S rDNA sequences derived from differential DGGE bands

R is HFEBRE 22280 [RI M F 5t BLAST match SR Fh e
Band Fragment Alignments Putative population
b f TS Bk PP
length (bp) L. .
Similar sequences Accession No.

1 139 132/139 Uncultured bacterium clone SUL_818_BI11 16S EU644307. 1 KIrIEHNE Unclassified bacteria
ribosomal RNA gene, partial sequence (94% )

2 134 129/134 Uncultured bacterium clone H-11-H 16S ribo- FJ946332. 1 KIrIENE Unclassified bacteria
somal RNA gene, partial sequence (96% )

3 161 161/161  Uncultured bacterium clone nbwl1208g10cl GQO77443. 1 VS R AN AN Bl A T Acineto-
16S ribosomal RNA gene, partial sequence bacter ,y-Proteobacteria
(100% )

4 160 159/160 Uncultured Lysobacter sp. partial 16S rRNA AM935900. 1 A5 T TR A B 0 B B Xan-
gene, clone CMJG1Length=1365 (99% ) thomonadaceae, y-Proteobacteria

5 135 135/135 Uncultured bacterium clone 0-179 16S riboso- GU444083. 1 o7 T WA 98 I H Rhizobia-
mal RNA gene, partial sequence (100% ) les, a-Proteobacteria

6 135 132/135  Uncultured bacterium clone MACA-EFTO1 16S  GQ500775. 1 - B N LT E T H Rho-
ribosomal RNA gene, partial sequence (97% ) dospirillales, o-Proteobacteria

7 161 154/161 Uncultured bacterium isolate ALT6 16S riboso- AY703471. 1 B AT o6 N IR AT 7 )8 Acidobacteria
mal RNA gene, partial sequence (95% ) Gpl0, Anaerolineaceae

o DGGE FERIETT AT , 48 3308 A 441 11 o

SR, A5 UK 19 2R A O T B 2RO £ o b

P, DGGE A7 Bt T UG AN RIS 10 1 & BEs| o )

FE NP 2 IR AR R LIRS E W &gl [

SR T CK(P<0.05), A RIBRHR T B4 Sgos

(P<0.05) . BV LS8 Jy3 1 43 e P A8 AR T4 A Aoy

T3 TR - M BT 94 2O 2. °| | | |

2.4 BRI ARG OLS A A8 bR Al Gk CK A B
{15 4 6 WA, SR 25 o 4 A A

AR GURIG. IRE S bk Ak TR oA B2 SURBERLECNA DOGE it

DGCE %%é&%ﬁ%ﬁ*ﬁa‘é, DGGE A58 5 bk 5 i;g 2 DGGE band number of cucumber rhizosphere soil bacte-

é*ﬂﬂ“ﬁﬁﬁ%ﬂ Dfﬁﬁ:{%‘ﬂz*ﬁ;é’ %ﬂf‘@ﬁl—:jﬂ}igﬁ Gl Al FHREF /R AL B A 2% 5 5.3 (P<0.05, LSD %) Different letters

DGGE %%ﬁ%ﬂi;’:ﬁ;& meant significant difference among treatments at 0. 05 level by LSD test.

x5 ENHHEERERS TEBUMRHBEXRY

Table 5 Correlation coefficients between cucumber seedling growth and rhizosphere soil physicochemical properties

73] eyl PR MR RER pH AHUE BURE AR E

Plant Stem SR Leaf EC Organic Alkali- Available  Available
height diameter  Plant dry area matter  hydrolysable P K
mass N

FE i Plant height 1 0.823 0.999**  0.999" " -0. 889 0.979 -0. 833 -0.750 0.975 0. 858
224 Stem diameter 1 0. 832 0. 831 -0.992 0. 690 -0.372 -0.993 0.929 0.415
ARk FHE Plant dry mass 1 1.000**  —0.896 0.976 -0.924  -0.760 0.978 0. 850
T R Leaf area 1 -0. 895 0.976 -0. 825 -0.759 0.978 0.851
B2 R EC 1 -0.776 0.487 0.970  -0.969 -0.527
pH 1 -0.929 -0.599 0. 908 0.945
HHLFE Organic matter 1 0.258 —-0. 688 -0.999
i L Alkali-hydrolysable N 1 -0.879  -0.304
H3UWE Available P 1 0.721
HERLAR Available K 1

* P<0.05; * * P<0.01. “FIA] The same below.
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Table 6 Correlation coefficients between cucumber seedling growth and rhizosphere soil enzyme activities

7N EH BEHRTRE rrEAR JEREN SR s EE  DGGE 4%k
Plant height Stem Plant dry Leaf Hydrogen  Peroxidase ~ Saccharase Urease DGGE
diameter mass area peroxidase band number
Pk Plant height 1 0.823 0.999**  0.999** 0. 894 -0. 567 0. 981 0.998 * 0.994
254 Stem diameter 1 0. 832 0. 831 0. 482 0. 000 0.919 0. 855 0. 882
MRk A Plant dry mass 1 1.000** 0. 887 -0. 555 0.983 0.999 * 0.995
TR Leaf area 1 0. 888 -0.557 0.983 0. 999 0. 995
it AL S Hydrogen peroxidase 1 -0. 876 0.789 0. 866 0.838
i ALY Peroxidase 1 -0. 395 -0.518 -0. 471
AL H} Saccharase 1 0.990 0.997
kA Urease 1 0.999 *
DGGE 4cH %L

DGGE band number

1

TP IREAE T 2 A8 — Rl e ) (BEAR) 7 A2 13l
SURL Y AU SN ¥ # L (LA 7 By S T M LI TR
TR 26 A 2 ) T3 T 522 W) J] Rl A AL ) ( 32 1) A=
RAEEMESFIGE " AR TR A 7
IR )z D AR SR — R, b S ]
VB BeAE o BB PR, 2  EALIEAE H
SN . A IR AR T 5 A SV
DASiR pRe o TS AR R i [

TE 8 5r AL AR IO TS o, 2 A SRR BN IR
e JBE A P v e FEE At 40 U SO A, IR AE R K
AR I 32 AR AR R B W] A ) e 2 4 o
AV JEE AR A2 A OB 3 R AR 2R KR VBN 6
R 4y B AR A BT U RO . Ay — S5
FER KRB PN, Ao 206 BN b 2l 2R
KA —ERe A, IR, A= oy, 43 2800 5 3R
FE AT & BRI SR 5 ) B AR AR e R
TEL % AR, 8NS5 B BB i T 3
JRAHT B AR, HLAS AR 15 1 7 BEFE BB A
AT HEINLE AR, X5 RTAFFTE S RAS A,
FIREAY IR 1) BN A9 2 2R A S 00 & A A
T A A R I T 5 2) 5 AR R T
R 1) 28R LR KR TR R 2R M I W I X 2 AR A
PIARIAE T AR R AE AR AR R AR
AP 53) B SE OPE I AS By A A 2 5.

(7SN SONVIESEE RS TR & 28 % % NU |
oy B RE W] R OGE A B IR | 2 e 1 o
pH {8, A %00k S - MR AL ', O et I LA HLBT

FOFRA O i, IR AR Ay R A R TR
Xt B IR TR IR AR B T AR
SYBEVEZEAR T BTNAR bR 3% EC {8 #2785 T pH
{8, T IA RO A A AR X 5 HTA
{0 S ol 1< W w37 5w T RS EL
SRR BRSO A g vh & Tl AR W Ak A e AR Y 5 EE A
7 1i0) B - e E T BE R0 TR R R
EAERE 35 52 = oK SO v AR PR b e e SR
PR RV 0 5 A U DR G N ALl T
BERTERET FHLE(P<0.05) 2 Al E
YEALSE TN T 88 AR B - i 8 Ak Sl RN AL Bl s
M, SR 5 R B ok YR R AR L
W ) E B — " LA AR RIS R
PESEYEVER R, HFR o S BN 5. AR
EVEAL PR TR PR 4 S8 20 8 B V% 4= = B W] 3
N RGN ARK AN E T R AR PRE D 5. K
B A A R AT 25 P 81 5 AN T RE IR I SN T 5
e ] R A v, DM A T2 7 4K ( Actinobacteria ) Al
ARHE 1A M ( Proteobacteria ) . 22 5 257 ¥ 51 5 A 1l 1%
Fr 0 T A0 A v o [ 5P L A v, AR kg AR I TR W
FIFRFT 1 29 ( Anaerolineaceae ) . 23 M1 41 B8 DI RE , 55717
5. JB THYEE AR E RZEO0A t i, BA
RINBE; 50 a f B TR AR AN, 2 b
BEARANEE > 401 6 JB T4 IBle Al H A il %
W, DA AT (FTFR PSB) J& £ IR HE i A4 , HAT
B iG s A A K Bt B e, I RE LAA HLYITE ol
A Ve R HE AR SRR IR > A 06 IR S ik 4
PR AURT DGGE A%t AU 1 35 1E AR 56
DGGE 577 805 Pk w4k T 5t 2t R T B 2 1E A
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X% FE AL 5 IR A DGGE 4541 B IEAH 56, X %
AT e it | A TR Vi e R TR A i AR
KA T K. IR e IR R AL OG5l
IR O R O B = A R T IR AR Ty R
) AL RE A U A ALY A, R i R I R
Bh, AR HE 3 A 0 1 B, R ke, A 4 S e ol
it T 1 i 0

A FFRE AR T X B RS B 5 45 SR B, TRk
JKAE PI312777 (P1) MR B 200 B8 | il 2 F1 P 76 60 B8 1) 4
T TARL UK RS Lemont (LE ) 5 PT AR 2 2 i 9y %t
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